Fig. S1. Site-by-site mtDNA coverage in high-throughput DNA sequencing data. Data derived from Illumina MiSeq DNA sequencing for DNA from L1-staged unevolved AF16 nematodes (black line) and L1-staged AF16-derived nematodes that were bottlenecked for 50 generations (orange line). The two samples were run in multiplex at equal molar ratios in a shared MiSeq run. Raw site-by-site coverage values are shown. The distinctive dip in coverage indicated by the arrow in the evolved line is in nad5 and nearby regions where ∆mtDNA-C is known to occur. See Materials and Methods for more details.

